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mol/L EDTA, 0.1 mol/L Tris-base (pH 8. 0), 1.5 mol/L NaCl, 1. % CT AB.
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16S Escherichia oli 16S
E. coli LB : 37°C :
; , 4C 10~ 20 h,
( 169) ,

TA-106 TA-187 16S PCR ,

16S , , 16S
16S . fb1 rP1 : 5 CCATC GATGT CGACA

GAGTT TGATC CTGGC TCAG 3 5 GACTA GTGGA TCCAC GGTTA CCTTG
TTACG ACTT 3, TA106 TAI187 : 5§ GCCGC CAGTG TGCTG
GAATT 3 5 TAGAT GCATG CTCGA GCGGC 3.
12,7 ®KER BERESHT 2 DNA (Mspl  Rsd Hhdl -Hae
1) 168 PCR ( 37°C 5~ 151h). Mspl

Rsdl 16S . PCR . 3 1%~
3 3% M etaphor , 4C DN A ) 1
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Tab- 1 Yields extracted from four samples g o !

(0~ 4cm) (0~ 15 cm) (0~ 4 cm) (6~ 15 cm)

DN A 25.2- 32.1 24.7+ 315 17. + 20.3 18. 3 21.6
DN A 17. 8~ 28.3 18.2- 265 12.9- 17.5 14. + 18.8

2 1.2 B4 DNAKkHIE K DN A 23000 bp. DN A ;
83 X%~ 91. Y% ) DN A ,
2 1.3 %ES DN A PCR , PCR
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Tab. 2 Clones obtained from soil samples and diversity of soil microbial community
(0~ 4 cm) (0~ 15 cm) (0~ 4 cm) (0~ 15 ¢m)
(165 ) 606 705 210 324
OTU 551 684 191 311
oTU / 0.91 0.97 0.91 096
D 2.77 2.93 2.27 249
1) ( Shannon)
2 :
- : OTU 2 0TU
: 2 ,
22.2 AZFMKY OTU 2 0OTU .
) OUT.
2.2.3 A EE G R
’ OTU

)
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OTU.
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Application of Molecular Methods in Microbial Ecology

Xia Beichengx Zhou J Z  Tiedje J M

Abstract This paper reports the results of soil microbial community structure obtained

using

molecular method. Meanwhile all details of this method including DN A extraction

and cloning are introduced . High yield of DN A extracted from soil samples and high di-

versity of soil microbial community show this method is available and effective for micro—

bial community analysis.
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