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1.2.1 #4 DNARR ,

DNA . CTAB " DNA. DNA : DNATE

Yo RN A (10mg/mL), 37°C 45 min; 3 6 mol /L. NaCl,
44 1L TE , , 5 min ( ); 5000 r/min 3 min,

; (0.2 mol/L NaCl; 10 mmol/L Tris-HCl, pH 8 0; 1 mmol/L EDTA; d

= 500 ) 1504 1, , 4000 r/min 1 min, R 3 R
500 L K TE 50C 20 min; 10 000 r /min 10 min, ,
., -20C | PCR.
B AT AT EGHH RRARIES (BAT)
Tab. 1 Taxa, sources and voucher nos ( Tang Shaoqing) of the Camellia
plant material used in this study
1y
1 C. nitidissima D 5 95027
2 C. nitidissimavar- phaeopubisperma B 10 95013
3 C. nitidissimav ar- microcarpa A, C 2 95021, 95023
4 C-multipetala B 2 95018
5 C.pubipetala A, C 2 95024, 95034
6 C. tunghinensis B 10 95016
7 C. pingguoensis A 3 95008
8 C. terminalis A, C 5 95009
DA : B ; G ;D
1.2.2 DNAY 3% : 15+ L K Tag  buffer (

); 10~ 15ng  DNA; 2 O mmol/L MgClk; 100 mol /L dATP, dCTP, dGTP,
dTTP ( ); Tag 1 (A« C )
B . G Promega ), 1/10 (Operon ).

DN A , DN A.

PCR ( Perkins—Elmer Cetus model 480) : 94C 5 min, 1
: 94C 1min 35C 1 min 72C 2 min, 45 ; 72°C 7min, 1 .

PCR ;o 10mL S . K TAE )

(4V /em) 4h 30 min, 1000 bp Ladder DNA ( ) M
; 0.5 ¢ /mL 40 min, ) .

PCR | - DN A 1, 0, 200

~ 2200 bp DNA ( ) . Jaccard !
., upcma " . Basic
[12]
2
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v N . DN A , 14
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( 2 . OPB-08  OPB-172
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Tab. 2 The primers used in this study and their sequences

(8 3) (8 3) (5 3)
0 PA-01 CAGGCCCTTC OpPC-04 CCGCATCTAC OPA1 CAATCGCCGT
oPC-08 TGGACCGGTG OPA-13 CAGCACCCAC 0 PC-11 AAAGCTGCGG
O PA-14 TCTGTGCTGG oPG-03 GAGCCCTCCA OPA-15 TTCCGAACCC
0OPG-05 CTGAGACGGA 0 PBO8 GTCCACACGG OPG-06 GTGCCT AACC
OPB-17 AGGGAACGAG OPG-l1l TGCCCGTCGT

(2) PCR : 14 8 DN A ,
173 DNA . OPA-13 2,
0PA-01 21, 123 OPC-11  OPG-06

1 OPC-1 (a) OPG-06 (b) RAPD
Fig. 1 RAPD profiles generated by primer OPC-11 (a) and O PG-06 (b)
M 1 000 bp ladder DN A Marker

% 3 8 AR N Jaccard FAPAER #

Tab. 3 The Jaccard coefficient of similarity among the 8 taxa

1 2 3 4 5 6 7 8
1 1
2 0.79 1
3 0.425 0.424 1
4 0.366 0.380 Q0 44 1
5 0. 25 0.234 0.337 0.22 1
6 0.402 0.368 0.261 0. 28 0 258 1
7 0.284 0.311 0.316 0.333 0. 26 0 244 1
8 0.359 0.372 0.327 0.356 028 0291 0.318 1
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Jaccard , UPGMA

[ C.nitidissima
I

C. nitidissima var. phaeopubisperma

0.2 Q4 0.6 0.8 1.0

2 Jaccard

Fig- 2 Dendrongram generated by using Jaccard s coefficient of similarity (UPGM A)
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Phylogenetic Relationship of Camellia nitidissima Chi and
Its Allied Species Based on Random Amplified Polymorphic DNA

Tang Shaoqingx Shi Suhua Chen Yueqin
Qu Lianghu Zhang Hongda (Chang Hungta)

Abstract Six species and two varieties of yellow Camellia were analyzed, using random
amplified polymorphic DNA ( RAPD) genetic markers. Fourteen decanucletide primers
were used for DN A amplification, 173 markers generating. The genetic marker data were
analyzed using Jaccard & similarity coefficients. A dendrogram was constructed by using
UPGM A method. The results are in agreement with the views of that C. nitidissima has a
very close relationship with C.nitidissima var. phaegpubisperma. 1t also indicates that
C.nitidissima, C. nitidissima var. microcarpa and C.mutipetala have a close relationship
between each other. C.nitidissima, C.tunghinensis, C.pingguoensis, C.terminalis and
C. pubipetala have a distant relationship between each other.
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